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The corpus of the scientific literature has reached such a size that scientists have a hard time retrieving the information they are interested in. Useful data cannot be efficiently used because of the difficulties in recovering it automatically from unstructured text.  In addition database curators use a large fraction of their valuable time to identify essential information, such as protein names, that is often dispersed in the article text, if mentioned at all by the authors. Several strategies to help increasing the efficiency and accuracy of information retrieval and database curation processes have been put forward. However, to date no hard data exist to assess the efficacy, feasibility and sustainability of these approaches. Here we present an experiment, designed by the editorial board of FEBS Letters and the MINT database, aimed at integrating each manuscript with a structured summary precisely describing, with database identifiers and predefined controlled vocabularies, the protein interactions reported in the manuscript. The authors play an important role in this process as they are requested to provide structured information to be appended, in the form of human-readable paragraphs, after traditional summaries. A year after the start of the experiment we report our experience as a basis for a community discussion aimed at a widely accepted strategy for information storage and retrieval.

